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ZER £EE TEE HAE
Tt M stA AL L Bhd O Z AL S 2=(LH05) [WBC]
(diagnostic (general H27(-1104) [RBC]
SMA(LH01) [Hb]
hematology) |hematology) SOfE32E (LH02) [Hot]
MEFExZAT(-H22) [RDW]
AR EA(LH23) [PDW]
MY PEUAEST-AMSAHAE  [ESR]
AT (LH06)  [PLT]
ST M (LH077F)  [Eosinophil
count]
UAME L (LH08L})  [Reticulocyte]
e N B 2 (410971 [WBC
Differential count]
o| =AM T EE(LH08-1)

[IRF]

ZEHTME  [HPC]

UMM T 4=[Reticulocyte
count](L-}108)

m

EH AL

e

AL
T
(specific

hematology)

HE P AEUF A AN F-113)

[Osmotic fragility test]

24NIZFEE T A S OH R SR A AH(L-113
=

Z) [Osmotic fragility test (24h
Incubation)]

AtSEAAHH-114)

[Autohemolysis test]

HEAAHLF-120) [Ham's test]

HIAR= 2 AAHL-121) [Sucrose

hemolysis test]

Ef o} & M A AH(L}3822})

Hemoglobin]

[Fetal

L.EMEZZAHN-112) [LE cell]

LAP score(Lt-126) [LAP score]

NBTAAHLI-125) [Activated NBT]

StoIA A (L-116) [Heinz body]

=234 AHL-111)[Bone Marrow

examination]

ST YA [N EHWESE

o=(mot M

[Bone Marrow aspiration smear]
A=A E™HAA(L-111F0[cell
c

]

/|

ock examination]
7

U|T

ex
NHZA AHLH-422) [PNH test]
Sabg "ol Q| (L-107Lt

[Eosinophil (Secretion)]
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AT UHAHANL}718) [Tzanck smear]

SlZZ2 20| THA (L 41)

[Hb F stain]

S22 240 F A (LH18) [Hb H
stain]

=22lo|MEZ38HAIZE [Glycerol lysis
time]

A MAIE  [Heat instability test]

ol~zZ2ut=&MAAL [Isopropanol

precipitation test]

RBC ENZYME(=34) [RBC enzyme]

m2lo|H5-F2a 2EICHH  (14-185)
[Pyrimidine=5"-nucleotidase]

My ool &2 (=33) [RBC
membrane protein]

HESIZZ2 =Y sHan

[Methemoglobin reductase]

CMV Antigenemia Assay(Lt-557)
[CMV Antigenemia Assay]

2 STAA

(blood
coagulation)

e

ZE A|ZHLF-151) [Bleeding time]

Z2EFHIAIZHH-154)  [PT
(Prothrombin time)]

SMNEREEH E2IAEI(LF-153)
[aPTT:activated partial
thromboplastin time]

HeE2dFZF(H-1607H  [Fibrinogen]

SURIXRE 2bAEH (LF-168)  [Mixing
PT test]

SUAXE 2A[E (HH-168)  [Mixing
aPTT test]

SHeAXFEZVII(LH697H  [Factor

assay (V)]

S DOIXRFA 2HX(LH697F)  [Factor

assay (IX)]

T 2H|el-C(-H18371) [Protein C]

2aE ofE HSHAP2Y12-HS)
-71) [Multiplate Platelet Drug
Response (Aspirin)]

—

A H o= UES A ANP2Y12-HS)
(=-71) [Multiplate Platelet Drug
Response (P2Y12)]

EZHIAIZHL-156) [Thrombin time]
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m
FEASES AR LM 714 [Lupus
ulan

AT ERSAAN(LI-165) [Platelet

adhesion tes

— | —

]

SAH 2K}
MEAIH](L-177)[Plasma mixing
test]

g =Ad

Sl X2k (L1697t  [Factor

assay (V)]

SOAXHZVII(LH697F)  [Factor
assay (VI)]

SOAXHEFX(LH 6971  [Factor
assay (X)]

SOAXHEXI(LH697F)  [Factor
assay (XI)]

SOAXHEXI(LH697F)  [Factor
assay (XI)]

SOAXSHA| VI 78)  [Factor VI
Ab]

SOIXFEHAIX(LH 78)  [Factor IX
Ab]

@IS E SHAIADP(HH164)
[ADP(AA|HME 2|2|&)]

HAI ST S AEPINEPHRINE(-H64)
[Epinephrine(JMA[EHME 2o2[&)]
YIS ESHACOLLAGEN(LH64)
[Collagen(MA|HME o2 &)]
HAISE SHAAIRISTOCETIN(LH 64)
[Ristocetin(AAA|SHME 2|2 &)]
SOAXEHEXIN(LH697F)  [FactorXlll
screening]

D-DIMER Z&A} (M) (LH72-F)
[D-dimer quantitative (X 2f)]

D-DIMER Z At
(2P &) (LH 72-3F)[D-dimer,

qualitative]
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E2t=o| = ZHAHH18871)
[Plasminogen]

T 2H Q-M(LH1847}F) [Protein C]

T 2H|el-o| A(LH18471)  [Protein S]

SMECEF A SHAAl (4 89)

[APC resistance]

oI X| &2 &HA|,IGG (L4981t [ACA

(IgG)]

oI X| A &, IGM(-+498LH)  [ACA
(IgM)]

shXgol| T2l A Ao 22 [Anti Xa UFH
Test]

SHXadl| T A A 2K [Anti Xa
LMWH Test]

=g 2| Eet= 0l X} (LH-187) [VWF]

r

g7 o2 dFHAHET)
i

(PFA100-of 4| = 21)(-+-164)
[platelet aggregation test
/epinephrine) ]

Ao J|sAA (PFA100,
/ollolclm|)(L-161) [platelet
aggregation test /ADP)]

e{ A HIO[ I | &= Al ZHLH-181)
(RUSSEL'S VIPER VENOM TIME)
[DRVVT TIME]

ZRESHAIZ-HEHANL-184)

[PT (Prothrombin time)— POCT]

SAUSTSHMN A5E
2| AEMEI(L-164 21)  [Platelet
aggregation Test—Low dose
ristocetin]

HALMSTSZHA} of2l7| EH AHLH 64

o}) [Platelet aggregation
test—Arachidonic Acid]

(blood specific
stain)

HAM(LE118) [Iron stain]

PASAH(LI118) [PAS stain]

HSAICHM E A (LH18) [Peroxidase

stain]

| S 0| Aof| AE{2}H| A4 (L1118)

[Nonspecific esterase stain(ANAE) 1]
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=MHBHAM(LH118) [Sudan black

tain

®
m

wn

tha A mhERH H A (LH18)  [Acid

phosphatase stain]

JZFH A (L4007 [Gram stain]

ofo| Z0o|=FAH(LH18) [Amyloid
stain]

Z2tAIH A (LH18) [Collagen stain]

K|t AR (LI118) [Fat stain]

lE| 221 A (L1118) [Reticulin stain]

=FOIHE=FEM(LH18) [Toluidine

blue stain]

SHAPM S A (LE400L})  [Acid fast
stain]

Hodg 2 Eel Ftul(Li556) [lg Kappa
stain]

o2z eal 2oh(Lbs56) [Ig

Lambda stain]

HH S 1l HESHRI(LE556)  [Leukocyte
common Ag (LCA) stain]

2| X2l (L4556)  [Lysozyme stain]

TM=Z& atE T3(L4511) [T cell, CD3
stain]

TM Z= oS T4(L4511) [T cell, CD4
stain]

GP IIIA (-1511) [Gpllla, CD61
stain]

EtAlLHAM(LI512)  [Macrophage,
CD68 stain]

B M=Z (L}511) [B cell, CD20 stain]

Luts| E X 2H| QI (Lt556) [a-feto
protein stain]

SuMzetery HA(L556)

[Epithelial Membrane Ag stain]

ofo| 2 H S A|CHA| &H Al (L556)

[Myeloperoxidase stain(MPO)]

SIERIAH B84 HAH(LI556)

[Transferrin receptor stain]

T-M=Z, CD8 EAM(L}511) [T cell,
CD8 stain]

NEUROFILAMENT & A4 (L}556)
[Neurofilament stain ]
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S—-100 EAH(L}556) [S—-100 stain]
CtAd =22 CD 58| FAH(LE511)
[CD5 Ab. stain ]

CHA == SHAl CD 16844 (L1511)

2
[CD16 Ab stain]
2

CtI 22 Sk CD 19¥ 44 (L}511)
[CD19 Ab. Stain]

CD 11, HA4(L511) [CD 1ic,
stain]

CIA S 23HH|CD 14, HA(L511)
[CD 14, stain]

CHUIZE s Z2lo|Z=EEl A

M (LE511) [Glycophorin A stain]
glEe| c2tEl Mo = (M ) St AK
LI557) [Fibronectin stain]

[
EBV(LMP), ™ ==& (M| i) 3t stH AHLES
57) [Epstein—Barr Virus(LMP) stain]

CD117, M =& (M| )&}t AH(L}511)
[CD117 stain]

CD22,8 4 =&l (M| i) 5} SHH AHLE559)
[CD22 stain]

CD23, M =& (M| )&}t AHLI559)
[CD23 stain]

IgM, M Z= 2| (M| 22 ) 2t s AH(L+554)

[IgM stain]

D1

CD138 AH(LI551) [CD138 stain]

Ato| 22l D1(v+551) [Cyclin D 1]

ZTE2MZ(CD34 2M M=)

AMH[CD34 stain—Hematopoietic Stem

Cell Count ]

CD15 (LEU M-1)g44  (L}511) [CD
15 stain]

M ZH2IEI- PANZEAY  [Cytokeratin
stain]

H Aol HA [Desmin stain]

CD79 stain(Lt 511)[CD79a E4H]

TDT g4 [Terminal
Deoxynucleotidyl Transferase (Tdt)
stain]

2| EABIHIME  stain(L4552)[CD30
1A
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SYNAPTOPHYSIN(L}559)
[Synaptophysin A4 ]

OTHER stain (L}-559)[CD1a &4H]

7|EFH M (L}-511) [Other stain]

FE=Eo/o =2 HA  [Neuron

Specific Enolase (NSE) stain]

CD56stain [CD56 &44]

KI-67 stain(Lt551) [KI-67 SAH]

=TS22 (LH11F7h  [BM

consultation]

=FdA(LHM11F) [BM biopsy]

EAFM A AL
(molecular
gentics)

molecular
genetics)

BORRELIA BURGDORFERI PCR
(L4563 S9) [Borrelia burgdoferi,
PCR]

PNEUMOCYSTIS CARINII PCR(L}595)
[Pneumocystis jiroveci (P. carinii),
PCR]

LEGIONELLA PNEUMOPHILIA
PCR(L}t595) [Legionella
pneumophila, PCR]

A=Y M| ZF PCR AAHLE595)
[EHEC, PCR]

22lz2|o} PCR (L1563 & 9)
[Malaria, PCR]

Z2SH #PCRAAHLE595-1) [M.
tuberculosis, PCR]

2| ZE LA Z s ADNAG AL
(L4595-1L}(1))  [Rifampin resistant
M. tuberculosis, PCR]

MYCOPLASMA PNEUMONIAE
PCR(L}595) [Mycoplasma
pneumoniae, PCR]

UREAPLASMA UREALYTICUM
PCR(L}595) [Ureaplasma
urealyticum, PCR]

Adenovirus, nested—PCR (& 598 35})
[Adenovirus, nested PCR]

BK/JC H}o|2{A PCR(LE595) [BK/JC
virus PCR]

CMV PCR(L}595) [Cytomegalovirus,
PCR]
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ENTEROVIRUS PCR(Lt597 X})
[Enterovirus, PCR]

EBVEgtE A 914 IS (L}595)

[Epstein—Barr virus PCR]

StEFH}O[2{ ART-PCR(L1597)
[Hantaan virus PCR]

cygzZtd dHiol2{A PCR
MZFAAN=598) [Hepatitis D-PCR]

HERPES SIMPLEX VIRUS PCR(L}595)
[Herpes simplex virus, PCR]

clzteloiA Y ufo[a{A e fdFY
=0l [EIIMLEHAH (L5991 L)
[HIV drug resistance mutation,

sequencing]

AFF3Htol2A MRS ZAAL [DNA
microarray®d ] (L+595-2) [HPV
genotyping (DNA microarray test)]

IR FSHto[2HAAAL (high
risk)(L+595-3) [Human papilloma
virus, hybrid capture(high risk)]

olgE&Hlo|e{AAA} (low risk)
(L4595-3) [Human papilloma virus,
hybrid capture(low risk)]

influenza A virus(H1N1), real-time RT
PCR [Influenza A virus(2l& HIN1),
Real-time RT PCR]

Influenza virus A,B, RT—-nested
PCR( 598 ) [Influenza virus A
(AMZ HIN1)]

Parainfluenza virus 1,2,3, RT—nested
PCR( 598 4) [Parainfluenza virus
1,2,3, RT-nested PCR]

PARVOVIRUS B19 PCR(L}595)
[Parvovirus B19 PCR]

Respiratory syncytial virus, RT—nested
PCR(- 598 7H) [Respiratory
syncytial virus, RT—-nested PCR]

Respiratory virus, PCR Panel(‘=598
5h,7{,4,4) [Respiratory virus, PCR
Panel]

VERICELLA ZOSTER VIRUS
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PCR(L}595) [Varicella zoster virus,
PCR]

HIVEZZA AL (4396 7)) [HIV viral
load]

HCVAZEZ A (L4424 C})  [HCV viral
load (quantitation)]

BY 7t Hio|2{A DNA
HYHA A E LA YHS)

(Lt4850})  [Hepatitis B virus
quantitation]

CMV PCR
A AN =598)[Cytomegalovirus,

quantitation, real-time PCR]

EB virus A&ZHAH=598)[Epstein
Barr virus quantitation,real-time
PCR]

Parvovirus B19 PCR A2 AH=598)
[Parvovirus B19, quantitation,
real-time PCR]

BK virus PCR M3ZAH=598) [BK
virus, quantitation, real-time PCR]

MzZS4, rDNA
[F7IM LA A (2598) [Bacterial
Identification, rDNA, sequencing]

ofo| ZEHH 2 ==, rDNA
[E7IM DA A (=598)
[Mycobacterium Identification, rDNA,
sequencing]

#sH, rDNA
[E7|MLAA (=598) [Fungal
Identification, rDNA, sequencing]

EFSES
HA (

disease

NEES

—

i
Mo

genetic

molecular
genetics)

ABOE M & S M & HAH=597) [ABO
genotyping]

ABO otgd, H7|MAZHAHA &
6,7)(.=598) [ABO subgroup, ABO
sequencing (exon 6,7)]

ACHONDROPLASIAZIS A AL
[Achondroplasia family study]

ACHONDROPLASIAZ XM AAL (4
562 H} X 2) [Achondroplasia,
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G380R]

BTK &AL,
ZHHO|[FT7 ML A (12597) [Agam
maglobulinemia, X-linked, BTK,
sequencing]

JAGT F&AL,
ZHHO[HI|MEH A (=597)
[Alagille syndrome, JAGT,
seguencing]

HBA1/HBA2 MR, ZA[SMA 22
AAH(=597) [alpha—-Thalassemia,
HBA1/HBA2, Del/Dup]

HBA1/HBA2 & X}
SHHO[HI M EH A (L1599)
[alpha—-Thalassemia, HBA1/HBA2,
Sequencing]

SOD1 F™ AL,

SO [FT|IM LA A (H599)
[Amyotrophic lateral sclerosis, SOD1,
sequencing]

AR AL,
SO [F 7ML H A (L1599)
[Androgen insensitivity syndorme,
AR, sequencing]

SERPINC1 ™A},
ZAHHO|[EI| ML AAL]
[Antithrombin deficiency, SERPINC1,
sequencing]

OtZ-E RHEAIHAA}L (H 572)
[Apo—E genotyping]

BETA-THALATHEMIA M (L4599)
[BETA-THALATHEMIA PCR-SSCP]

BETA-THALATHEMIA ZZ&I (L5991}
[BETA-THALATHEMIA Sequencing]

CACNATA |SX X},
SO [FI|MA A A (=595)
[CACNA1A, sequencing |

CADASIL (1), NOTCH3 Y7|MPA At
(ol £4)(=595) [CADASIL (1),
NOTCH3 seq. (exon 4)]
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CADASIL (2), NOTCH3 7| EAA}
(L=595)(A£3,5,6,11,18,19)(:=595)
[CADASIL (2), NOTCH3 seq. (exons
3,5,6,11,18,19)]

CADASIL (3), NOTCH3
HIIMLBHAH =595)

(AM£2 7-10,12-17,20-23)
[CADASIL (3), NOTCH3 seq. (exons
2,7-10,12-17,20-23)]

CADASIL (4), NOTCH3 Y7|MLAAL
(A £2-23)(.=596) [CADASIL (4),
NOTCH3 seq. (exons 2-23)]

CMT, GJB1(cx32) G7IME AAL
(MA A 2)(=596) [CMT, GJBT
(cx32) sequencing (M| exon)]

CMT, MPZ @7|M& AHAL
(MAA&)(=596) [CMT, MPZ
sequencing (&l exon)]

CMT/HNPP, PMP22 &7\ ZAA}
(ML) [CMT/HNPP, PMP22
sequencing (&l exon)]

CMT1A/HNPP, PMP22 MKl Mzt
(BE5Z2&) [CMT1A/HNPP, PMP22
gene dose test (dup/del)]

TGFBI F&AH1),
=AHO|[H7IMLEHA]  [Comneal

dystrophy, TGFBI(1), sequencing]

TGFBI #&XH2),
=HHO|[FZIMLHA]  [Comneal

dystrophy, TGFBI(2), sequencing]

TGFBI 7T AK3),
=AHO|[HZIMLEHA]  [Comneal

dystrophy, TGFBI(3), sequencing]

CYP2C19 R XA AH=596)
[CYP2C19, major genotyping]

CYP2C9 RMAtHAL [CYP2C9,
major genotyping]

DMD/BMD E 2IX}H AH=596)
[DMD/BMD, carrier test]

DMD/BMD EXON ZAIAAH=596)
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[DMD/BMD, exon del/dup test]

DMD/BMD 7H&EU 78 A 244 AH(=596)
[DMD/BMD, linkage test]

GCH1 MK}, SHHOI[E7|MLEH AL
(.=595)[Dopa-responsive dystonia,
GCH1, sequencing]

DRPLAZ AR A AR &M A HETF

O|A|oH=3F) (14573 3) [DRPLA]
=2 &S DNAAAHDYTT,CAGZE )

(562 H) [DYT1, GAG deletion]

PSEN1 ®&AY,
=HO|[HI ML HAL]  [Early-onset
familial Alzheimer disease, PSENT1,
sequencing, del/dup]

M58 2l X2lo|H =4 o H AHFV
Q506) (L4562 u}) [Factor V Leiden]

FGFR2 XX}, =94 0]
[E7IMLAA [FGFR2 sequencing]

FGFR3 FXMX}, =94 0]
[E7IMLGAA  [FGFR3 sequencing]

FLT3 XX} ITD (internal tandem
duplication) AAHT=595) [FLT3, ITD
(internal tandem duplication)]

FLT4 S™X}, TKD (terminal kinase
domain) AAHL595) [FLT4, TKD
(terminal kinase domain) mutation]

FleF X = 2(FRAXA), FMR1 PCR
(4573 9) [Fragile X
syndrome(FRAXA), FMR1 PCR]

FefF X 3FF(FRAXA), FMRT
Southen(L4597) [Fragile X
syndrome(FRAXA), FMR1 Southern]

Friedreich Ataxia (FRDA) PCR
[Friedreich ataxia (FRDA), GAA
repeat PCR]

Friedreich Ataxia (FRDA) Southern
[Friedreich ataxia (FRDA), GAA
Southern]

MAPT & X},
ZAHO|[FI| ML AA (=595)
[Frontotemporal dementia, MAPT,
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sequencing]

GAL-1-P UT,DUARTEY 78 X4 A}
(4562 st) [Galatosemia, Duarte]

GJB2 RM™AL =d80| HAH=595)
[GJB2, sequencing]

AGL 78X, =8 0| [E7|MLE A AL
[Glycogen storage disease type 3,
AGL, sequencing]

H la® Y G6PC =¢dfo]l HAL
(727G>T) (L4562 x}) [GSD1a,
G6PC mutation (727G>T)]

H a8 eid GoPC E7IMYE ZHAL
(ML) (562 =t X 6(68)
[GSD1a, G6PC sequencing (™A
exon) ]

= 0| HAH598) [HBV
OFH| L) A (Lamivudine&Defovir&Entecav

ir) ]

B 7t Hfol2{A YMDD
O:
o

Hemochromatosis& 9181 0| A A}, C282Y
(L4562 A} [Hemochromatosis,
C282Y]

SPG3A AL,
=HOI[FH I MA A A (L=595)
[Hereditary spastic paraplegia,
SPG3A, sequencing]

Huntington Disease—-Like 2 (HDL2)
[Huntington disease—-like 2 (HDL2)]

HEEMHZAFHAAL (H573 1)

[Huntington's disease]

CACNA1S F™ AL,
ZHHO[E I ML A AL
[Hypokalemic periodic paralysis,
CACNAT1S, sequencing]

JAK2 7L, V617F Z1H0](=596)
[JAK2]

LHON=A B O|AA}F, 11778 (L4562 L)
[LHON, 11778]

LHONZ= 0| H A}, 14484 (L4562 L})
[LHON, 14484]
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LHON= 0| A AL, 3460 (L4562 L})
[LHON, 3460]

LHON= 10| Z AL, 37X (3460,11778,
14484) (4562 L+ X 3 (3&) [LHON,
3&(3460, 11778, 14484)]

LHONS 10| H AL, 4171 (L4562 L)
[LHON, 4171]

LHONZ4810| A A}, 47tX[(3460,11778,
14484 ,4171) (L1562 Lt X 4(438)
[LHON,

4% (3460,11778,14484,4171)]

LHON(ND1, ND4, ND®6)
HIIMLEAAHE595) [LHON,
MT-ND1, MT-MD4, MT-NDG6,
Sequencing]

KCNH2 XA, &¢80]|
[FI7IMEHA (=595) [Long QT
syndrome, KCNH2, sequencing]

KCNQ1 FH AL,
SHHO[HI ML LA (=595)
[Long QT syndrome, KCNQ1,
sequencing]

SCN5A w8 AL,
SHHO[HI ML LA (=595)
[Long QT syndrome, SCN5A
sequencing]

ABCB11 & X},
SHHOI[FIIME LA (=595) [Low
GGT familial intrahepatic cholestasis,
ABCB11, sequencing]

ATP8B1 XX},
ZHO|[FI7IMEHA  [Low GGT
familial intrahepatic cholestasis,
ATP8B1, sequencing]

FBN1 FZ&AF,
=HHO[H7 ML LA (=595)
[Marfan Syndrome, FBNT
sequencing]

MELAS=21810| A A}, 3243 (L4562 C})
[MELAS, 3243]
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MELAS, MTTL1 @7|AMLAHAH=595)
[MELAS, MTTL1 sequencing]

MERRF= Q10| 4 At,8344 (L4562 2I)
[MERRF, 8344]

MERRF, MTTK &€7|MEAAH595)
[MERRF, MTTK sequencing]

AtZIA DNA 1555A>G =91810| HA}
[Mitochondrial DNA 1555A>G]

AR A DNA 7445A>G =9it{0| A}
[Mitochondrial DNA 7445A>G]

TCF1 SM™X}, SAHO|[FI|MLEAHAN
[MODY3(maturity—onset diabetes of
the young), TCF1 sequencing]

MTHFR, 1298A>C =91t{0|ZHA} (4
562 of) [MTHFR, 1298A>C
mutation]

MTHFRES A H# 0| A A}, 677C>T (L1562
o) [MTHFR, 677C>T]

MEN2, RET F& AL,
SAHO|[FT| ML H A (=595)
[Multiple endocrine neoplasia type 2,
RET, sequencing]

COMP &AL,
=UHHO[[H7 ML LA (=595)
[Multiple epiphyseal dysplasia,
COMP, sequencing]

MATN3 78 A},
=HHOI[F 7ML A A (=595)
[Multiple epiphyseal dysplasia,
MATNS, sequencing]

=272 EA

OlP LB (Y7 IetEAZZHAL, PCR
(4573 9) [Myotonic
dystrophy(DM1), PCR]

=22 &d

MEDEHEFS(LE598)  [Myotonic
dystrophy(DM1), Southern]

NARP, MT-ATP6 XX}, =918 0|
[F7|MEAHA(=595) [NARP,
MT-ATP6 gene, sequencing]
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NAT2 FMAEAAN(L597) [NAT2,
major genotyping]

NF1 78X, SAHOI[FI7IMYE,
FHAESZEHAH (=595)
[Neurofibromatosis 1, NF1,
sequencing, del/dup]

NF2, RMA SO [F7|MLAHAL
Del/Dup](:=595) [Neurofibromatosis
2, NF2, Sequencing, del/dup]

PTPN11 FHA AL,
ZSHO|[FI ML H A (=597)
[Noonan syndrome, PTPN11,
sequencing]

Norried 2| EXI{FHMEIEHNDP M At
=0it40| &XIZAHAL)  [Norrie Disease,

mutation]

NPM1 XA, =HO0[ZHAL [NPMT
mutation]

NTRK1 F& AL,
ZAHO|[HI|MEHAL](=597)

[NTRK1 sequencing]

OPA1 FMX}, =2H#H0|
[F7IMEAA(=597) [OPAT
sequencing, del/dup]

OPMD, PABPN1, GCN A& 7|HtSE
S=Z AHAA}L [OPMD, PABPN1, GCN
repeat expansion]

COL1A1T SH™ X},
ZAHBO|[EI| ML A AL
[Osteogenesis Imperfecta (Ol),
COL1A1, sequencing]

COL1A1/ COL1A2 ™K,

SAHO|[FT| ML H A (=597)
[Osteogenesis Imperfecta (Ol),
COL1A1/COL1A2, sequencing]

COL1A2 R RS,
SHHO[HI ML LA (=597)
[Osteogenesis Imperfecta (Ol),
COL1A2, sequencing]

PARK2 7T A, =A0[[H7IM L,
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SHXEZFAHAL  [Parkinson disease,
PARK2, sequencing, del/dup]

SLC26A4 T AL
=HO|[HI ML H A (=597)
[Pendred syndrome, SLC26A4,
sequencing]

PKD2 #7 X},
SHHO[HI ML LA (=597)
[Polycystic kidney disease 2,
Autosomal dominant, PKD2,
sequencing]

Prader — Willi/Angelman &%,

o 2=t SeEAAMEHS(=596)
[Prader—Willi/Angelman Syndrome,
Methylation PCR]

PROC ®ZH™ X},
=HOI[FI|MLEAAL]  [Protein C

deficiency, PROC, sequencing]

PROS1 & At
=0 [F7IMLEHAL]  [Protein S

deficiency, PROS1, sequencing]

T ZEEH| G20210A ES8i0|A A}
[Prothrombin G20210A]

RS1 RTAL, SHHOI[FIIMLH AL

[Retinoschisis, RS1, sequencing]

RETT S%& , MECP2 @7\ AA}
[RETT syndrome, MECP2 sequencing
(M A exon)]

RhCcEe ®M AL AAL [RhCcEe
genotyping]

FER M SHCAGHAHE T AT 22
£3) (14573 2) [SBMA (Kennedy
disease)]

SCA1ZAtRHAAM (ATl d2sd =

&) (L4573 4) [SCA1]

0

SCA2EARHHAHA T dR2SHEE

&) (4573 4) [SCA2]

MJD/SCASEARMAAHE AL M2
SAZXZE) (L4573 4) [SCA3]

SCAGEAtRHAANA T R2SHE

&) (4573 4) [SCAS6]
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SCATEARHABAHH LM 2SA T

Z) (14573 4) [SCA7]
SCA 17 [SCA17]
SMAZ= 0| A AL, 27}K| (exon7,exon8)

(L4562 o) [SMA]
SMN1 F& A}, =10

(7ML ZAHA] [SMA, SMN1

sequencing]
SMN1/SMN2 FX X}, FMA

[SMA,SMN1 SMN2, del/dup]
A= SIA| ote| M4d, SPG4

(SPAST; Spastin) €7 A}
(MAM L) [Spastic paraplegia,

SPG4 (SPAST) sequencing]
TPMT(1) FEXRIEAAL [TPMT(1)

genotyping]

ZHM dskE, TSC1 @7/M<,

AN /E= AAL [Tuberous Sclerosis,
TSC1 Sequencing, Del/dup]

ZAAM 4355, TSC2 E7IMY,
ZAAN/EZE AAL [Tuberous Sclerosis,

TSC2 Sequencing, Del/dup]
VHL F#MAF =dH0|[F7|ML,

SFHEASZAHA [VHL syndrome,

VHL, sequencing, del/dup]
VWF 8 AL SH80| [FI7IMEAAL]

[Von Willebrand disease, VWF,

sequencing]
2&8 ATPTB &8 0| 35 (R778L,

N1270S, A874V) (L4562 At X 3(3F)
[Wilson disease, ATP7B mutations
(R778L, N1270S, A874V)]

&, ATPTB S| ML A A}
(MAA L) [Wilson disease, ATP7B

sequencing (&l exon)]

WAS FH AL, SoH0|[FH 7| ML A A
[Wiskott—Aldrich syndrome, WAS,
sequencing]

SUAEEAFAH |[FHM Faket/ e BRCAT (4 570
Ab (tumor )  [BRCA1 sequencing]

disease FMM galet/wtA2F BRCA2 (4 570
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molecular
genetics)

CH [BRCA2 sequencing]

BCR-ABL PCR dZZAA}L (M-bcr or
m-bcr) [BCR-ABL, ™ZFAA},
real-time PCR (Major, minor)]

SME R ™ AH(L4598)  [JH

gene]

KAPPAZ M F M AFAf i & (L1598) [CK
gene]

T-MEZ+2X BETA(LH598)
[TCR-Betal

T-M Z=ZXH GAMMA(-+598)
[TCR-Gamma]

BCR/ABLZT Aui € (-1597) [Major
bcr/abl, PCR]

BCR/ABLS e (L4597) [Minor
bcr/abl, PCR]

PML/RARA®% XAl b & (L}597)
[PML/RARA PCR]

E2A/PBX1 R XA B & (L+597)
[E2A/PBX1 PCR]

AML1T/ETOR™ AR B & (L1597)
[AML1/ETO PCR]

Tel/AML1 rearrangement(L-+597)
[Tel/AML1, PCR]

S0 MY EH AL PRE-BMT (L4571
7 1) [PHQAEZHAL pre-BMT
test(STR) ]

SO MM EZAHAL POST-BMT (L4571
Lt 1) [BMT monitoring, post—-BMT
test (STR)]

M EZFEAA

(cytogentics)

FISHA AL (FISH)

PRADER-WILLI/ANGELMAN,FISH
[PraderWilli/Angelman,
Amniotic—FISH]

PRADER-WILLI/ANGELMAN,FISH
[PraderWilli/Angelman,FISH]

BM 5=, FISH [Cri-du-Chat,
FISH]

2M SF 2 FISH [Cri-du—Chat,
Amniotic—-FISH]

Cl=X| &=, FISH

[DiGeorge—Velocardio,
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Amniotic—FISH]

CI=A] ZF2,FISH
[DiGeorge—Velocardio, FISH]

Zok =25+ FISH(=598) [Kallmann,
Amniotic—FISH]

Ztob =57 FISH(%=598) [Kallmann,
FISH]

2e-C|A &=, FISH
[Miller—Dieker, Amniotic—FISH]

22-C|7H 5= ,FISH
[Miller-Dieker, FISH]

WILLIAMS &% FISH [Williams,
Amniotic—FISH]

WILLIAMS &% &, FISH [Williams,
FISH]

MICRODELETION,OTHERS, FISH
[Microdeletion others, FISH]

BCR-ABL Afuid FISH
[BCR/ABL(9;22) rearrangement,
FISH]

PML-RARA At FISH
[PML/RARA(15;17) rearrangement,
FISH]

X/Y A FISH [X/Y Chromosome,
FISH]

AML1/ETO(8;21), FISH
[AML1/ETO(8;21) rearrangement,
FISH]

TEL/AML1(12;21), FISH
[TEL/AML1(12;21) rearrangement,
FISH]

HER-2/NEU GENE I1SO17Q, FISH
(.=5984A}) [HER-2/neu gene
ISO17q, FISH]

EGR (5Q31), FISH [EGR(5g31)
deletion, FISH]

D13S25 (13Q14.3), FISH(=598)
[139g14.3(D13S25) deletion, FISH]

CSF1R (5Q33-Q34), FISH
[CSF1R(5033-q34) deletion, FISH]

D7S522 (7Q31), FISH(=598)
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[D7S522(7g31) deletion, FISH]

PAINTING PROBE,FISH [Painting
probe, FISH]

ZAMA PROBE,FISH(=598)
[Centromere probe, FISH 4| ]

CEPS8, FISH [CEP 08, FISH]

CEP12, FISH(=598) [CEP 12,
FISH]

TELOMERE PROBE, FISH [Telomere
probe, FISH]

TELOMERE 13Q, FISH(=598)
[Telomere 13q, FISH]

TELOMERE 20Q, FISH [Telomere
20q, FISH]

D20S108 (20Q12), FISH
[D20S108(20g12) deletion, FISH]

P53 (17P13), FISH [p53(17p13)
deletion, FISH]

T(2;5) 2P23 REARRANGEMENT,
FISH(=598) [ALK[t(2;5),2p23]
rearrangement, FISH]

MLL REARRANGEMENT, FISH
[MLL(11923) rearrangement, FISH]

CBFB (INV16), FISH [CBFB(inv16),
FISH]

T(11;14) IGH/CCND1, FISH(=598)
[IGH/CCND1(11;14) rearrangement,
FISH]

13Q14, FISH [13g14 deletion,
Amniotic—-FISH ]

13Q14, FISH [13g14 deletion,
FISH]

N-MYC (2P23-P24), FISH(=598)
[N-myc(2p23-p24), FISH]

C-MYC (8P24), FISH(=598)
[c—-myc(8g24), FISH]

BCA (20Q13), FISH [BCA(20q13),
FISH ]

ANDROGEN RECEPTOR (XQ12),
FISH(:=598) [Androgen
receptor(Xq12), FISH]

CYCLIN D1(11Q13), FISH [cyclin
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D1(11913), FISH]

RB1(13Q14), FISH [Rb1(13qg14)
deletion, Amniotic—FISH ]

RB1(13Q14), FISH [Rb1(13qg14)
deletion, FISH]

MALIGNANCY, OTHERS, FISH
[Malignancy others, FISH]

RARA At FISH [RARA
rearrangement, FISH]

LS| HER-2/CEP17(1SO17),FISH
[Iso(17q), FISH]

LS| 21g22.13—922.2,FISH('=598)
[21g22 deletion, Amniotic—FISH ]

LSI 21922.13—-g22.2,FISH(=598)
[21g22 deletion, FISH]

LSI 22g11.2,FISH(,=598) [22g11.2
deletion, FISH]

IGH/BCL2 ™%, t(14;18),FISH(=598)
[IGH/BCL2(14;18) rearrangement,
FISH]

14/22e1 FMA FISH [CEP 14/22,
FISH ArA ]

118 FHAA L FISH [CEP 11, FISH]

9 HAMH| FISH(=598) [CEP 09,
FISH]

7 FHAA| FISH(=598) [CEP 07,
FISH]

TELOMERE 1p,FISH [Telomere 1p,
FISH]

TELOMERE 1q,FISH [Telomere 1q,
FISH]

PARAFFIN PRETREATMENT,
FISH(=598) [Paraffin pretreatment,
FISH]

CEP 1, FISH [CEP 1,
Amniotic-FISH ]

CEP 2, FISH [CEP 02, FISH]
CEP 3, FISH [CEP 03, FISH]
CEP 4, FISH [CEP 04, FISH]
CEP 5, FISH [CEP 05/19, FISH]

CEP 6, FISH(=598) [CEP 06,
FISH]

CEP 10, FISH [CEP 10, FISH]
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CEP 13, FISH [CEP 13/21, FISH ]

CEP 14, FISH [CEP 14/22, FISH |

CEP 15, FISH [CEP 15, FISH]

CEP 16, FISH [CEP 16, FISH]

CEP 17, FISH [CEP 17, FISH]

CEP 18, FISH(=598) [CEP 18,
FISH]

CEP 19, FISH [CEP 19, FISH AfH ]

CEP 20, FISH [CEP 20, FISH]

CEP 21, FISH [CEP 21, FISH AfH ]

CEP 22, FISH [CEP 22, FISH
A3 ]

D13S319(13g14.3) deletion, FISH
[13g14.3( D13S319) deletion, FISH]

CLL panel Kit (D13S319, 1334,
CEP12, ATM, P53), FISH [CLL
panel Kit
(D13S319,13034,CEP12,ATM,P53),
FISH]

MYC(8g24) rearrangement,
FISH(=598) [PAX5 (9p13) split,
FISH]

IGH(14932.3), FISH [IGH (14g32.3)
rearrangement, FISH]

t(8;14), IGH/MYC rearrangement,
FISH('=598) [IGH/MYC(8;14)
rearrangement, FISH]

t(4;14), IGH/FGFR3 rearrangement,
FISH [IGH/FGFR3(4;14)
rearrangement, FISH]

p16(9p21) deletion, FISH [p16
(9p21) deletion, FISH]

BCL6(3927) rearrangement, FISH
[BCL6 (3g27) rearrangement, FISH]

MALT 1(189g21) rearrangement,
FISH(=-598) [MALT 1(18g21)
rearrangement, FISH]

Trisomy 19(1025), FISH(=598)
[1p36 Microdeletion, Amniotic—FISH ]

Trisomy 19(1025), FISH(=598)

[1a(1g25) Trisomy, FISH]
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1p36 deletion, FISH(=—-598)
[MYB/RREB1/MYB/CEP®6, FISH]

1p36 deletion, FISH('=-598) [1p36
deletion, FISH]

CHIC2 del(4)(g12g12) deletion, FISH
[L2830-PDGFRA[CHIC?2,
del(4)(g12g12)] ]

SRY(Yp11.3) deletion, FISH(’=598)
[SRY , Amniotic—FISH]

SRY(Yp11.3) deletion, FISH(:=598)
[SRY(Yp11.3) deletion, FISH]

Telomerase 9p, FISH(=598)
[Telomerase 9p, FISH]

Telomere 12p, FISH(=598)
[Telomere 12p, FISH]

Telomere 14q, FISH(:=598)[Telomere
14q, FISH]

Telomere 19p, FISH(=598)
[Telomere 19p, FISH]

Telomere 19q, FISH(=598)
[Telomere 19q, FISH]

Telomere 21q, FISH(’=598)
[Telomere 21q, FISH]

TOP2A gene/CEP 17, FISH [TOP2A
gene/CEP 17, FISH]

TOP 2A/HER-2/CEP 17, FISH(:=598)
[TOP 2A/HER-2/CEP 17, FISH]

EGFR/CEP 7, FISH(=598)
EGFR/CEP 7, FISH]

ZNF 217(20013.2), FISH [ZNF
217(20g13.2), FISH]

EWSR1 gene(22g12), FISH(=598)
[EWSR1 gene (22g12), FISH]

Breast
Aneusomy(1p,CEP8,CEP11,CEP17),
FISH [AneuVysion( 13,18, 21, X,
Y), Amniotic—FISH panel]

Lung ca. panel{(EGFR, C-MYC,
5p15.2, CEP 6)}, FISH(’=-598)
[Lung ca. P
(EGFR,C-MYC,5p15.2,CEP6), FISH]

Prostate ca. panel{(CEP 8,
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LPL(8p22), C-MYC)}, FISH
[Prostate ca. P
(CEPS8,LPL(8p22),C-MYC), FISH]

Bladder ca. panel{(CEP 3, CEP 7,
CEP 17, p16(9p21)}, FISH [Bladder
ca. P
(CEP3,CEP7,CEP17,p16(9p21),
FISH]

1p36/1g25 & 19913/19p13, FISH
[1p36/1925 & 19913/19p13, FISH]

TCF-3 split, FISH [TCF-3(19p13)
split, FISH]

TLX-3 split, FISH [TLX-3(5035)
split, FISH]

SIL-TAL1 split, FISH
[SIL-TAL1(1p32) sub—deletion, FISH]

AML panel A, FISH [AML(8;21,
15,17, MLL, CBFB) A panel, FISH]

AML panel B, FISH
[AML(8;21,15;17,MLL) B panel,
FISH]

AML panel A(Child), FISH(=598)
[ALL(9;22,12;21 MLL,p16) Child A
panel, FISH]

AML panel B(Adult), FISH(:=598)
[ALL(9;22,MLL,p16) Adult B panel,
FISH]

MDS, AA panel A, FISH(=598)
[MDS,AA (5g,7q,CEP8,1q,20q12) A
panel, FISH]

MDS, AA panel B, FISH [MDS,AA
(5q, CEP8,1q) B panel, FISH]

MPD panel , FISH [MPD
(9;22,20012,13g14) panel, FISH]

MPD-Blast crisis panel, FISH
[MPD-BC(9;22,I1(17q),CEP8) panel,
FISH]

Lymphoma panel (T—cell), FISH
[Lymphoma(p16,TAL1,TLX3,1925)T—C
ell panel, FISH]

Lymphoma panel (B—cell), FISH
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[Lymphoma(p16,IGH,BCL6,1925)
B—cell panel, FISH]

Lymphoma panel (NK—-cell), FISH
[Lymphoma(p16,ALK) NK—-cell panel,
FISH]

Maltoma panel [Maltoma (MALT
1,p16) panel, FISH]

Multiple myeloma panel, FISH
[Multiple Myeloma
(4;14,RB,p53,MAF) C panel, FISH]

Multiple myeloma panel, FISH
[Multiple Myeloma(IGH,RB,1925,p16)
B panel, FISH]

Neuroblastoma panel
[Neuroblastoma(N-myc,I(17q),1p36)
panel, FISH]

CLL panel A, FISH [CLL (CEP12,
p53, 11;14) panel, FISH]

MDS panel A + AML panel A, FISH
[MDS panel A + AML panel A,
FISH]

BAL panel,FISH [BAL(ALL+8;21)
panel, FISH]

IGH(14932)-MM, FISH [IGH(14932),
FICTION-FISH]

RB1(13g14)-MM, FISH
[RB1(13g14), FICTION-FISH]

1925-MM, FISH [Trisomy 1q
(1g25), FICTION-FISH]

p16(9p21)-MM, FISH [p16(9p21),
FICTION-FISH]

A H AL

(chromosome)

REPEE RPN,
M 55 312 AHLH600)

[Chromosome, constitutional]

SO ZEoF M Z A5 AHLI600-1)

[Chromosome, malignancy]

MR QbZAHAHEIE
[Chromosome analysis, Amniotic
fluid]
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Chromosome Fanconi anemia
analysis(L4569 2) [Chromosome
breakage test for Fanconi anemia
(MMC-stress'#)]

I ASteA AL
(clinical
chemistry)

A HtSISEA AL
(genetral
chemistry)

Z+&(Lk37901)  [Calcium]

°1(Lt3792}) [Phosphorus]

P 213714 [Glucose]

2524 FA(L4873) [BUN]

2AHLE378)  [Uric Acid]

Z AH E(L}241) [Cholesterol]

Ectl ™M 2k L}220)  [Protein, total]

Y o(L221)  [Albumin]

Zde[F81(4372) [Bilirubin, total]

2

Al ™yl g| 281(Lt372)  [Bilirubin,
direct]

Az o}E| (L375) [Creatinine]

AC|S(LIEE) (137974 [Sodium

(serum)]
ZEFE(ZIC]2)(LE379L})  [Potassium
(serum)]
JZ2lo| =(¥ ) (LH379C})  [Chloride
(serum)]

HHEO| A SFEFABHZH(LE381LY)

[CO2, total (serum)]

ALUMINUM(-H4521+2)  [aluminium ]

ofo| =AMHZHAAL [Amino acid

analysis, blood]

ofo| =AM AL [Amino acid

analysis,urine]

AMIODARONE(L}450L}2)
[Amiodarone]

AMITRIPTYLINE(LF450L}2)
[Amitriptyline]

EZAMEAM(L}391) [Chemical stone

analysis(ql)]

AZYEHMZe|MHE A E(LI323X6)
[Clonidine suppression test]

IEZET 2 (LF389LH)
[Coproporphyrin (24h urine) ]

COPROPORPHYRIN
HHAAHLI389LH1)  [Coproporphyrin
(24h urine)]

C—telopeptide(-+393-2)
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[C-Telopeptide (CTx)]
Mo|E22AxE ZE(L4-341)

[Cyclosporine]

CYFRA 21-1 [CYFRA 21-1]

DESIPRAMINE (LF450L42)
[Desipramine]

HMFRUCTOSE (4 893) [Fructose
(semen)]

SEAAEHQ [Homocysteine]

HOMOVANILLIC ACID [Homovanillic
acid]

ol =Moot T 21 A AHICG-R15) (-39
97h [ICG test]

IMIPRAMINE(L+450442)  [Imipramine]

Inhibin A [Inhibin—-A]

=

LDL particle size 41 [LDL particle

size &M

NORTRIPTYLINE(L}450L}2)
[Nortriptyline]

N-telopeptide of collagen Type
T(NTX)(L+393-1) [NTx
(N—telopeptide) ]

LAHLZA(L1363) [Osteocalcin]

Eot=al-d &M (PAI-1) 4 80
7t [PAI-1]

BUMMS =2 Z2(L1340) [Parathyroide
hormone (PTH)

]
Exe| A (HAM)(L138971) [PBG

(qual.)]

Ex Q2| A (LE389LH) [PBG

(quan.)]

Pepsinogen | [Pepsinogen | ]
Pepsinogen Il [Pepsinogen II]

Physical stone analysis(L] 274)
[Physical stone analysis]

=27 | HEEAL (H-78)
[PIVKA-II]

2| 22 241(L4383) [Plasma Hb]

LMLIEEREHEO[E  [pro Brain

natriuretic peptide(proBNP)]

SE /2 (Y4)E% (43897 [Total

porphyrin (blood), qual.]
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[Total

En2(8d)28 (438971

hyrin (stool), qual.]

Eu 2l §M8ZAAHL)(-+38971)
[Uroporphyrin

o] 0|»>||

orp
otal porphyrin (urine), qual.]

KOLAS-G-16
[Xylose

o= o

2 Z |l (L}389LH)

=)

(24h urine)]

MO 2 Z=HAHE H)(L+395)
[Xylose

absorp. blood]
MOl 2=H A=) (-H395)
absorp. urine]
S EFALA(LH450LF2)  [8—ALA]
TROPONIN [(Lt394L})  [Troponin 1]
E=2x T(L43947}4)  [Troponin T]
EHAST(-1257) [AST(GOT)]
HEHALT(L}258) [ALT(GPT)]
TAEEE A (LI259) [LD (LDH)]
[Alkaline

T =T =L
UIFIEI A TELA| (LE260)
[Amylase(S)]

SAA}
(Enzyme Test)

phosphatase]
ot 2bA| H 2F(L12617})
CPK(Lt263) [CK (CPK)]
ZolGTP(LH271) [GGT]
ofd| ‘= AlEtotD| = & A (LF272) [ADA]
ALDOLASE(-+269)

SUEXAAAL  (Luto EZ2SE (L4204
[a—fetoprotein (

Ef otad 2tk (L1422)

[Carcinoembryonic Antigen]

219-9 (L}423)

E%hgl-
2125 (Lt424)

HEE)]

o
A 214l

o

cHFEE
kst

[CA-19-9]
Etral=5 eted

[CA-125]
Etr3lE25 2EH130
[CA-130]
Etr3l=5
[CA-72-4]

A EEY

el

0

(=13

[CA-15-3]

MM Eo|arel (L+428) Prostate
Specific Antigen(PSA) [Prostate

Specific Antigen(PSA)]

M MMZATER (LH429) [PAP]
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HE dulMzefetd (L1430)

a o =

[Squamous Cell Cancer Antigen]

AAEololl=2HA (L+431) [Neuron

Specific Enolase]

=X Ee|HEetol= Y (L1432)

[Tissue Polypeptide Antigen]

S A (L434)

[NMP22( A A ]

we|dEM Solay Free
PSA(L4321)[Free Prostate Specific
Antigen(Free PSA)]

"Hratotskel (14422) [UBC, BTA
TRAK, NMP22]

1t OFE| E Bl Al (L1222)

[a1-Antitrypsin, Stool]

Rl

H
o
i

Zo|AHES™2F (LI241) [Cholesterol

Quantification]

HDLZ2| AH E(-1242)
[HDL—-Cholesterol]

XY EX|CHl Zaf| AH S & 2F(L243)

[LDL-Cholesterol]

LDL particle size &4
[8—isoprostane]

Eg|ZelM2lol =(1244)
[Triglyceride (TG)]

X2 (Lt244) [Lipid]

oIX|Z&! (Lt244) [Phospholipid]

SX|E (-244) [Total Lipid]

FE| X ghAk(Lt245)  [Free fatty acid
(FFA)]

OofZ X| el A(Lt2467})
[Apolipoprotein A1]

OfZ X|chell B(Lt246Lt)
[Apolipoprotein B]

Lipoprotein(a) (L+248)

H(Lt249) [lron]

HAgs(H250) [TIBC]

g 2|El(L}-252) [Ferritin]

ofa4 & (LF379AH  [Magnesium ]

HIEF2l A (L1253) [VitaminA]

HIEFEI B12 (L+253) [VitaminB12]

HIEF2] C (L}253) [VitaminC]
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& AF (L}254) [Folate]

7|Ef H|EfDI (L4153)

H|E}2l D3 (L4153) [VitaminD3]

1.5—-Anhydro—D-Glucitol (L4 273)
[1,5 AG(Anhydro—D-Glucitol)]

& AFCHE A A}

(Plasma Protein
Test)

chel ™ & (Lt220) [Total Protein

ntification]

C
QO

gl (Lt221) [Albumin]

4

at=al (Lt221) [Prealbumin]

I

2| [H|IQ|©  Of

EI|

| al
H-StEZIA (LI222)
al-Antitrypsin]

—

H EtF OO A 22 2= (L1223)
[B2—-Microglobulin]

C-¥rS A chsl AT E (F224)

[hs—CRP quantitation]

SEMEHAAL (LE225) [CH50]

B M2 (LI226) [Complement
Quantification]

B H2C3(Lt226) [Complement
C3]

HAH2C4(LI226) [Complement
C4]

HA 2 2= EEFG(-+228)

[Immunoglobulin G]

HAZZE=E 1gG 1 (4 181 1) [lIgG
subclass ]

IGG SUBCLASS IGG 2 (L4 181 2)
[lgG subclass Il]

IGG SUBCLASS IGG 3 (L4 181 3)
[10G subclass IIl]

IGG SUBCLASS IGG 4 (4 181 4)
[10G subclass V]

HoA 2 2= EEFA(L228)

[Immunoglobulin A]

Mol 2 2 22 ™ 2M(L228)

[Immunoglobulin M]

ol Z= A A} (Lf227)

[Bence—-Jones Protein]

EHAZZEZENZH(LI229)

[Immunoglobulin E]

o ZFAF AL (L+230)

[MicroAlbumin]

sl So|MH o2 2 2RIE (L231)
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[Allergen Specific IgE]

S E0|HHAZZEEG (L1231)

[Allergen Specific 1gG]

oA E(Sel Lelz2d) [MAST,
Inhalant panel]

OIAE (24! &8 =zd) [MAST, Food
panel]

Ol . M. = H&HAL [ECP

oS oA

quantitation]

Eai Am 2l(L}233) [Transferrin]

SEZ24I(L+234) [Haptoglobin]

ME=ZZe2l=0l(L235)
[Ceruloplasmin]

st (L1236) [Glycoprotein]

FeldMAEZFHAL (L1237) [Free Light

Chain Quantification]

AlAEFEL M (L4131) [Cystatin C]

SHESHA AL
(glucose
tolerance)

CiMel 22 (k3710 [FBS (serum)]

M2k 302(LH371LH)  [PP 30 min
(serum)]

SM2F 602 (L3711 [PP1 (serum)]
ctd 2k 902 (L3711 [PP 90 min
(serum)]

ESME 1202 (LH371LF)  [PP2
(serum)]

=Y 180=(LF371L)  [PP3
(serum)]

(L3710 [PP( )min
(serum)]

S EHLI371L)  [PP( )min
(serum)]

sl2=22HIA1C(-13820})  [Hb Alc]

REZSF (M)  [FBS (urine)]

QEFAISI0E(LH) [PP30 (urine)]

QLEASE0E(LH) [PP1 (urine)]
QLEAIZI0E(LH) [PP 90 min
(urine) ]

QEAS120E(LH) [PP2 (urine)]
SLEAZ1802(-H) [PP3 (urine)]
QLEHAHLH) [PP( )min (urine)]

QEAAKLH) [PP(  )min (urine)]

3tstA AL (urine

chemistry)

S0 &(LR3797F  [Sodium (24hrs
urine) ]
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EAC|2(H437971)  [Sodium (random

urine) |
T ZEFE(LF379LE)  [Potassium

(24hrs urine) ]
S ZEFS (L3794 [Potassium

(random urine)]
T3 220 =(L379C}t)  [Chloride

(24hrs urine)]
=3 Z22}o|=E(}379CH  [Chloride

(random urine)]
Z+& (1437901 [Calcium (24hrs

urine) |
Z+&(Lk37901)  [Calcium (random

urine) |
o} & (L3794 [Magnesium

(24hrs urine)]
ot14| & (LE379AH  [Magnesium

(random urine)]
ol(Lt3792}) [Phosphorus (24hrs

urine) ]
ol(Lt3792}) [Phosphorus (random

urine) ]
AHLE378)  [Uric acid (24hrs

urine) |
AHLE378) [Uric acid (random

urine) |
EEH(LF371L}
(24hrs urine)]
S EH(LF371L}
(random urine)]
T CHER (L}220)  [Protein (24hrs

urine) ]
TR (L}220)  [Protein (random

urine) ]
38 olE|H(L}375) [Creatinine

(
(24hrs urine)]
T3 8olE|H(L}375) [Creatinine

(random urine)]

Azl ote|HH Y (L+376) [Creatinine
Clearance (Ccr)]

=24 (L4373) [Urea nitrogen
(24hrs urine)]

[Glucose quan.

[Glucose quan.
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EAAEA(L373) [Urea nitrogen

(random urine)]

ol 2lA (L2617 [Amylase
(24hrs urine)]

ot abA (L2617F)  [Amylase
(random urine)]

ot 2tM M (L+376) [Amylase
clearance]

ofo| 3 2 F21(L4230L})
[Microalbumin (24hrs urine)]

olo| 3 =25 2I(Lt230L})
[Microalbumin (random urine)]

T=AMAXME [Oxalate (24hrs urine)]

T=ME™2F [Oxalate (random urine)]

ToAAM™ME (14345 7F 2) [Citrate
(24hrs urine)]

TALEZ (4345 7+ 2) [Citrate
(random urine)]

SUHAADAA(EE)(-1658)
[PET(Peritoneal Equilibration
Test)(FAMH 0ohr)]

SUHEsdAHLI659) [KT/NV
Peritoneal Dialysis Efficiency Test
(Dialysate) ]

N-OIM & 2 F Z Al0| L CHA|
[NAG(N-acetylglucosaminidase)
(random urine)]

R TR SpACT

=<

AL

QF= | /SH|(LF55)  [Amniotic fluid L/S

Ratio]

kAN (LE51)  [Amniotic fluid
scan]

AT A= EH M A AHLE50)
[Gastric juice A. for BAO]
°|°”IF—.—.—._F ZH(L150) [Gastric
juice A. for MAO]

Ef OFFIBRONECTINA & (L156) [Fetal
fibronectin, quan.]

toxicology)

3-METHOXY—-4-HYDROXY-PHENYLGY
LCOL(L-+323)
[3—Methoxy—4—Hydroxy—phenylgylcol]

5-FLUOROURACIL(-}+450L}2)
[ 5—Fluorouracil]
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5-HYDROXYTRYPTAMINE(L+323)
[ 5—Hydroxytryptamine]

ofo|ZtAl (L}450Lt2) [Amikacin =
(serum level)]

AMITRIPTYLINE (L+450L42)
[Amitriptyline (serum level)]

a2 FHMHAAHLH450L12)

[Amphetamines]

EREEHFE ML AHLI45012)

[APAP(Acetaminophen/Paracetamol) ]

SRR MHAAHLI450L2)

[barbiturates]

b2 HRE M ANL45042)

[benzodiazepines]

B2 EHFHEYAAHL450L12)

[cannabinoids]

FHeFobA E (EMIT)(LH4504-42)
[Carbamazepine (serum level)]

2= HFHE YA AHH450L12)

[cocaine]

a2 R MAAHLI450L2)

[Cotinine]

T2/ (URINE)(4452442)  [Cu (urine)]

DESIPRAMINE (L}450L12)
[Desipramine (serum level)]

S EDIGOXINA 224 (LE450L12)
[Digoxin (serum level)]

DISOPYRAMIDE(L}+450L42)
[Disopyramide]

DOXEPINE(LH4504+2)  [Doxepine]

DOXORUBICIN(L-+450L+2)
[Doxorubicin]

ol EAMA|OLO| =(EMIT)(LH450L12)
[Ethosuximide (serum level)]

FLUOXETINE(-t450-+2)  [Fluoxetine]

A EFOLO| A (EMIT)(H+4501-+2)

[Gentamicin % (serum level)]

ANzHMUtEsTalA  [Gentamicin
TDM (A+2)]

HALOPERIDOL(L450L12)
[Haloperidol]

IMIPRAMINE (L+450L+2)  [Imipramine
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(serum level)]

Lactate (L4345 7} 5) [Lactic acid]

=HBLOOD)(LF452L12)  [Lead
(blood)]

2| X| 2 (SERUM)(LH452L42)  [Lithium
(serum)]

ot14| & (SERUM)(LH379A1)
[Magnesium (serum)]

EREHFE ML AHLH45012)

[MAMP—-Methamphetamines]

[=F=F=F=PXE2DNI (RVTWE)

[Methadone]

MEXILETINE(-+450L+2)  [Mexiletin]

Mycopheloic Acid(MPA)
YA AHL-4500H4) (2 Z20tE a2} -
AM=EEAMEH) [MPA (mycophenolic

acid) (plasma level)

]
H E E2 M O|E(EMIT)(L-+450L12)
[MTX (Methotrexate) (serum level)]

NORTRIPTYLINE (Lt450L}2)
[Nortriptyline (serum level)]

B2 EHFHEYAAHL450L2)

[opiates]

EREEFE LA AHLH450H12)

[Opiates screening (urine)]

SR 2 IS MAAHLI450L}2)

[PCP(Phencyclidine)]

H| = gHH | EHEMIT) (LH50L}2)
[Phenobarbital (serum level)]

H L E21(EMIT)(LH45042)  [Phenytoin
(serum level)]

FREE PHENYTOIN(Lt450L}2)
[Phenytoin, Freel

PREDNISOLONE(L+450L12)
[Prednisolone]

=z|o|=(EMIT)(L+450L+2)
[Primidone (serum level)]

PROPAFENON(L+450L42)
[Propafenon]

FILE (LE450-+2)  [Quinidine (serum
level)]

Al2| Al Abs = (LF450L12)  [Salicylate
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(serum level)]

Silorimus—2f2 2 =24A}

[Sirolimus]

TACROLIMUS (FK506) [Tacrolimus
(FK-506)(serum level)]

bR 2R MAAH(LI450L}2)

[TCA(Tricyclic Antidepressants)]

| 2 Z 2l (EMIT)(LH450L-}2)
[Theophylline (serum level)]

E=2lofo|Al(LE450LF2)  [Tobramycin
S (serum level)]

ExkZ2H AHSERUM) 14371 7t (2)
[Toxicology Screening (drug profiling
test), Serum]

EFEZHAHURINE) LH4507H(4)
[Toxicology Screening (drug profiling
test), Urine]

gt 2 QI AHEMIT)(LF450L12)
[Valproic Acid (serum level)]

VANCOMYCIN(L+450L12)
[Vancomycin]

VANCOMYCIN(L-+450L42)
[Vancomycin (serum level)]

=SS sflA A EL (L371)

[TDM]

HH 0 of
i == |

4aA

AL

}

fol
h

(protein
immunechemistr

y)

F

ME=ZZe2l=0l(L{235)
[Ceruloplasmin]

Ayl (L+228) [CSF Albumin]

HoHHAZ 22 2I(L1228) [CSF 1gG]

AAEFEL Ml {4 131  [Cystatin C]

stEZ228I(Lt234) [Haptoglobin]

SMAA2MZF [HbA2, quantitation]

HADNHMI| A SEAHLI308F71)
[Immunofixation electrophoresis
(IFE)]

Mol 2 2 E 2™ 2D(L}228)

[Immunoglobulin D]

EHAZZEZEHZH(LI229)

[Immunoglobulin E]

tutReld A YFHAHEE)

[Kappa Free Light Chain, serum]

tutrelddd YEHAHR)
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(L2371} [Kappa Free Light Chain,
urine]

Hotwelddy ZEHAHEY)

[Lambda Free Light Chain, serum]

2otRelgddH HdFHEAHR)
(L2371} [Lambda Free Light
Chain, urine]

LDL particle size 41 [LDL particle

size &M

x|l M 2 (A)ZH AHLI248)  [Lp(a),
Lipoprotein(a)]

OLIGOCLONAL FRACTION (L4 182)
[Oligoclonal band]

ChEE S S (2 H)(-13007D)  [PEP

(protein electrophoresis, serum)]

Ch 28l =X (i = ) (L3001

[PEP (protein electrophoresis, urine)]

XAt 22 (L1301) [Lipoprotein

Electrophoresis]

LDHO[ A Xpl (11303)  [LD
isoenzyme]

CKO| 2Rl (L4304) [CK
isoenzyme]

CK-MB(L-}264) [CK-MB,
quantitation]

ALPO| A AL (L1305) [ALP
isoenzyme]

ot 2fA| o] 2~ XER! (L+306) [Amylase
isoenzyme]

ol 22281 2[(-4307) [Hb EP]

=20 SHUMMI|ES [Hb IEF]

oo 77| S S(2 ) (13087

[Immunoelectrophoresis (serum)]

MM | P (RQE=H M) (LI308Lt)

[Immunoelectrophoresis (urine)]

PREALBUMIN(L-t221-1)
[Prealbumin]

EfAH2I(L1233) [Transferrin]

bl orE| E = A (L222)

[a1-Antitrypsin]

S-100 H&EZAAL [S-100]

L =8| A

11-DEOXYCORTICOSTERONE(-+324
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L) [11-Deoxycorticosterone
(11-DOCS)]

VMAR M (LE32171H)  [VMA, qual.]

VMAE ZF(LE321LH)  [VMA, quan.]

5-HIAAM ZFH(LI322LH)  [5-HIAA]

FH Z 221 ™ 2 (Dopamin) (L4323)
[Dopamine]

7| 2221 ™ 2FH(Dopamin) (L+323)
[Dopamine (urine)]

7He 2221 A ZHEPINEPHRINE)
(L+323) [Epinephyrine]

7He| 22121 - ZFHEPINEPHRINE)
(L}323) [Epinephyrine (urine)]

7He 2221 - 2H(METANEPHRINE)
(L}323) [Metanephrine (urine)]

NEURON SPECIFIC ENOLASE
[Neuron specific enolase (NSE)]

7t Z 2121 - ZHNOREPINEPHRINE)
(L+323) [Norepinephyrine]

FHel 22214 2F(NOREPINEPHRINE)
(L+323) [Norepinephyrine (urine)]

7| 2221 A 2ZFH(Normetanephrine)

(L}323) [Normetanephrine (urine)]

AH 20|E stEtE™ 2 (L1324)

[Steroid Metabolite]

11-OHCS +-324L(1) [11-OHCS]

17-OHCS(L+3247})  [17-OHCS]

SE|ZE|E (L1324) [Free Cortisol]

ol AE=Z2Z (L}325) [Estrogen]

ol ~AEztE|=ZE2 (L+326) [Estradiol
E2]

H|AEZ[SE3 (-4327) [Estriol E3]

Ty autc|2 (L4328) [Pregnandiol]

Ez|QEElO|2Y (L}329)
[Triiodothyronine]

Free T3 (L}330)

T3 Uptake (-4331)

MOl 24l (L4333) [Thyroxin]

SFEIMo| S Al (L1334) [Free Thyroxin]

Mol222=¢El (L+335)
[Thyroglobulin]

ZAMXIE S22 (L4336) [Thyroid

Stimulating Hormone]
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5
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a1

=
5
| @

w |'|'ng_ rao

a
ol
5
Q@

22252 (L4338)
Globulin]

II}'_ZII
>
<
@)
x
>
10)

AMAISHY =252 (L1339)

hyroid Stimulating Immunoglobulin]
UAMS =2 Z2(L1340) [PTH(intact)]

0xjrefHr| =

Hormone]

C—peptide (-+343)

2272 (L}344) [Glucagon]

JIAERl (L}345) [Gastrin]

TZAAHE (L1346) [Progesterone]

17-OH ZZAHAHE (L4347) [17-0OH
Progesterone]

A5 22 (f348) [LH]

JLIEEZE (LE349) [Gonadotropin]

HEXFS2E (LI350) [Follicle

Stimulation Hormone]

z=22HEl (L}351) [Prolactin]

HI Ef ofl Ol F M K| (-+352) [B-hCG]

HAEAHZ (L4353) [Testosterone]

Zz|22|Al (L}354) [Cholyglycine]

M3 El (L}355) [Secretin]

ZtA|EH (L}356) [Calcitonin]

ofl2| A2 Z0|oEl (L}357)
[ Erythropoietin]

AT AHZE (L1358) [Aldosterone]

ACTH (L-}359)

gl &ME (L}360) [Renin Activity]

Z2AERORHE (L4361)
[Prostaglandin]

HAl Al (LI362) [Pepsinogen]

LAHLZA (L1363) [Osteocalcin]

DHEA-S (L}364)
[Dhydro—Epiandrosterine Sulfate]

ol 22 (L1365) [Anti—-Diuretic

Hormone]

5| AE (L}366) [Histamine]

MZEY (L1367) [Serotonin]

MU ISEEZZHANHAZZZE
(4221) [Thyroxine Binding Inhibiting
Immunoglobulin]

HOMOVANILLIC ACID HZF (14225)




KOLAS-G-16

Z1¢RFY A A2012-  F(2012. 08.)

[Homovanillic acid Quantification]

oFX| EIAl || (L4226) [Angiotensin 1]

T2 AETZHH (14227)
[Prostaglandin]

Fie| 2otol 2 FOAIEEHFHAHAL
(L4228) [Catecholamine and Major
Metabolites]

sl daEelAt 1 (14230)

[Insulin—Like Growth Factor 1]

Cl& 2l MARIXL Aottt A3
(4231) [Insulin-Like Growth Factor
Binding Protein 3]

REHAEAHE (14232) [Free
Testosterone]

EXEMETEE HMHAA (14233)
[Luteinizing Hormone Qualification
(POCT)]

lodide @A} (L4234) [lodide Test]

ANDROSTENEDIONE (=196)
[Androstenedione]

ANDROSTERONE (=197)
[Androsterone]

Nitrate lodide AAF HLCAI® (=192)

HIIMMS 222 HEO|[E (£192)

[PTHIP)

MMEfET|SZAHAL (£2193) [Human

Placental Lactogen]

AOFEAELE] (2194) [Somatostatin]

AMULMLHEFO| = EFO|= a-ANP

(l-195)

StEZAHUIC|2 (=196)
[Androstenedion]

otE2 AHZ (L197) [Androsteron]

Ty aHEZ|2 (L198)
[Pregnanetriol]

DHEA (=199)
[Dehydroepiandrosterone]

VIP (=200) [Vasoactive Intestinal
Polypeptide]

xytocin]

[
H
N
2
o

22228 (£202) [Sex
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Hormone Binding Globulin]

Se|2du-2AH (=203) [Free
a—subunit]

LMLUIEERHEHEO|= (204) [Brain
Natriuretic Peptide]

Mo 22! oflo|Y | (=205) [Cyclic
AMP]

T 29|52l (=206) [Proinsulin]

1 7L O3 EEA T JH 52 (L207)
[17a—0H]

Pro—Brain Natriuretic Peptide (.=208)

TEAM A ez EE,

H Efot=a EEl (L=209)

AEBFBAAAL  HEF, T

(l=210)

25|l oflo] HAL ((=211) (Inhibin A)

H EI-AME 2 E (L4222) (B—endorphin)

PAPP-A AAl (=-212)

AAMAISHA I EEE [MELEH]

(=213) [Bioluminescent assay]

11-DEOXYCORTISOL(L-+324L})
[11-Deoxycortisol (11-DOC)]

17-ALPHA-OH-PREGNOLONE
[17-a—OH-Pregnolone]

17-KS L}-324LH3) [17-KS]

18-OH-DEOXYCORTICOSTERONE(L}3
24L})  [18-0OH-Deoxycorticosterone]

25—(0OH) VIT D3 4153 5) [25(0OH)
vitamin D3]

2-5A SYNTHETASE [2-5A
synthetase]

CHALO| AR - AL
(metabolic
disease)

ACID & ul-GLUCOSIDASE ASSAY
[Acid—a—glucosidase (Pompe)]

ALBINISM HAIR TEST(L}7)
[Albinism ]

ARYLSULFATASE A ASSAY
[Arylsulfatase A (Metachromatic
leukodystrophy) ]

MPS TYPE
VI(MAROTEAUX-LAMY)ZHEIH AL
Arylsulfatase B [Arylsulfatase B
(Maroteaux—Lamy) ]

ASPARTYLGLUCOSAMINIDASE
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[Aspartylglucosaminidase]

CARBOHYDRATE
SCREENING(L-+44471X3)
[Carbohydrate]

Ft2HEl 2822 [Carnitine 2&2%!]

CITRULLINEMIA
(ARGININOSUCCINATE SYNTHETASE)
[Citrullinemia (Argininosuccinate
syntherase, ASS)]

FUCOSIDOSIS (FUCOSIDASE)
[Fucosidosis (Fucosidase)]

GALACTOSE-1-PHOSPHATE
MAA(=3378}) [Gal-1-P
(Galactosemia)]

GAL-1-P UT &2ZAAHL337L})
[Gal-1-P UT (Galactosemia)]

GK E2HAHE=33771)
[Galactokinase (Galactosemia)]

FFIA=-6-EZALEHH (GLUCOSE-6-
PHOSPHATASE)
[Glucose—6-phosphatase (von
Gierke) ]

HEXOSAMINIDASE A ASSAY
[Hexoseaminidase (Tay—Sachs)]

KRABBE(GALACTOSYLCEREBROSIDA
SE) [Krabbe
(B—Galactocerebrosidase) ]

LESCH-NYHAN (HGPRT)
[Lesch—-Nyhan (HGPRT)]

MUCOPOLYSACCHARIDOSISEHEIZ AK(
44-48) [MPS confirmatory test]

MUCOPOLYSACCHARIDOSISZI ch At
[MPS EP]

A EE|AFtEto| E(E &) A AHH4447t

) [MPS screening test]

MPS TYPE Il (HUNTER) [MPS Type
Il (Hunter)]

MPS TYPE IVA (MORQUIO A) [MPS
Type IVA (Morquio A)]

Aot M G Ato] et H AL

[Neonatal screening (NST)]
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OROTIC ACID (L4 345 7F 9) [Orotic
acid]

SIALIDOSIS (NEURAMINIDASE)
[Sialidosis (Neuraminidase)]

UDP-GALACTOSE
EPEAZAAHL337CH [UDP-Gal
Epimerase (Gal-EP, Galactosemia)]

FABRY® 2HXIAAL o-Galactosidase

[a—galactosidase A (Fabry)]

MPS TYPE
I(HURLER/SCHEIE) =1 A A}
a-lduronidase [a-iduronidase
(Hurler/Scheie)]

2tul MANNOSIDOSIS
(ZI-MANNOSIDASE)
[a—Mannosidosis (a—Mannosidase)]

MPS TYPE III(SANFILIPPO B)&H&IAH AL
[a—N-acetylglucosaminidase
(Sanfilippo B)]

MPS TYPE IVB(MORQUIP)ZH&IH AL
B—Galactosidase [B-—galactosidase
(Morguio B or GM1)]

H| EF-GLUCOCEREBROSIDASE ASSAY
[B—Glucocerebrosidase (Gaucher)]

MPS TYPE VII(SLY)=HEIAH AL
[B—glucuronidase (Sly)]

H EF MANNOSIDOSIS
(Hl E-MANNOSIDASE)
[B—Mannosidosis (B—Mannosidase)]

o|d=4At

(microbiology)

2 Hto|d =8l 24
Al (general
microbiologic

culture)

A M A M (L4007 [Gram stain]

SEHAMZIEHLF4007t)  [Stain,

others]

O = 2AloF Z&(LH4025) [Dark

Field Microscope for Syphilis]

o| St s Y AN U (FE 72,35
7|4 ) [Respiratory specimen
culture]

0| Y=o S A A= (22h7 | H Al

[Gastrointestinal specimen culture]

0| A4 2 0 25 & 2FH) 244 (8] 12 7] 47|

-
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AA)  [Genitourinary specimen

culture]

oY So S H 2tz (E2) [Blood

culture]

oM S | FEH OF R 5 (V[ EF RSl A Al

[Others, culture]

HHAX v AHAAL [Body fluid

culture]

7| 2hX H Z M A FEel e [BAL

Quantitative culture]

C.difficile B AL (L4302 7})
[C.difficile i (£ 2l TEH )]

MRSA screening test [MRSA
screening test]

VRE screening test [VRE screening
test]

Amphotericin B £ &K 5 = A A}
[Amphotericin B MIC]

Fluconazole Z|AAMs=AHA}

[Fluconazole MIC]

ltraconazole ZAHMsE=AHA}
[ltraconazole MIC]

Voriconazole =2 HN = T4 Al

[Voriconazole MIC]

Colistin = 2~AMsE=AHAL [Colistin
MIC]

Ampicillin / Sulbactam
ZAMH S EHAL

[Ampicillin/Sulbactam MIC]

7|EtetdHN F AWM s T=HAE [7]E
A MIC]

0o

2ol 2 AL

(TB culture)

Ol

I E YA AR DAAL (U 304)

0

Acid Fast Fluorescent Stain]

—

A O HijkSH(LH405L-H)

AFB agar culturel]

N

dell A K| Hib=SH (LF405L12)

AFB broth culture]

fl

—

ol

FAbA b Zh = A AH105 0] &) (L1406
Ct2) [AFB Drug Susceptibility]

0

H|Z3iolo| ZEE| 2l ot A AL (4 562
) [v|Z<iotolZEE|2|E

AESEMZAAL (NTM ID)]
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A &l ok x| Al &L A ZH AHRMP)

[ShA el b AL A A AL RMP]

=

2 5l okr]| A &L A Z AHINH)
Lt595-1LH(2)

[eHZ 2 M S H AL INH]

o[dE &
HFZAL

(microbiologic
AG direct)

A EITFATRI(LI408)
[Cryptococcus Ag]

o 2 EFA(LI408) [Hemophilus Agl

H = 72 (-1408) [Pneumococcus
Ag]

T2 (-H408) [Meningocuccus
Ag]

Ba HEISEAM A+

2l A~ SEH AHLH408)
[Streptococcus group B,latex
agglutination test (GBS latex)]

ZEM|FA(LE468L1)  [Rotavirus Agl

ot ‘cHjo| 2 A Shel A AL O H
(L}-469) [Adenovirus antigen in
feces]

Penumocystis carinii &3 2+ AH
[Pneumocystis carinii
HASLYHM(PCP DFA)]

Clostridium difficile S AL (L4 302

L}) [C.difficile toxin assay, stool]

RSA IFA (“4-469) [RSV IFA]

Adenovirus(Type 1,2,3,4,5,6,7,8,37)
(LI-469) [Adenovirus(Type
1,2,3,4,5,7,8,37) IFA]

Influenza virus Type A IFA (L}-469)

[Influenza virus Type A IFA

(
]
Influenza virus Type B IFA (L}-469)
[Influenza virus Type B IFA]

Paralnfluenza virus Type 1 IFA
(L}-469) [Paralnfluenza virus TypeT
IFA]

Paralnfluenza virus Type 2 IFA
(Lt-469) [Paralnfluenza virus Type2
IFA]

Paralnfluenza virus Type 3 IFA
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(L}-469) [Paralnfluenza virus Type3
IFA]

Vricella—zoster virus DFA (LH-469)
[Varicella—zoster virus DFA]

HSV antigen test (Lt-469) [HSV IF
test]

RSV antigen test (LF-469) [RSV
antigen test]

Flu A antigen test (LH-469) [Flu A
antigen test]

Flu B antigen test (L1-469) [Flu B
antigen test]

Lesionela urinary antigen test
[Legionella urinary antigen test]

Streptococcus pneumoniae urinary
antigen test [Streptococcus
pneumoniae urinary antigen test]

HEO| 2 A Bl 2k AL

(virus culture)

HSVHEl2F (L} 416) [Herpes Simplex
virus culture]

CYTOMEGALO VIRUS Hi2F (L} 416)
[Cytomegalovirus culture]

ENTERO VIRUS HHQF (L} 416)
[Enterovirus culture]

VZV ik (L} 416) [Varicella Zoster
Virus culture]

Mycoplasma Hi LA AL (4 301 1)

[M. pneumoniae culture]

Ureaplasma Hi 2 AL (L4 301 3)
[Ureaplasma culture]

M. hominis Hi kA AL (L4 301 9) [M.
hominis culture]

RSVHiQF (L} 416) [Respiratory
Syncytial V. culture]

ADENO VIRUS Hi2F (L} 416)
[Adenovirus culture]

Influenza virus Type A culture (L}
416) [Influenza virus type A culture]

Influenza virus Type B culture (L}
416) [Influenza virus type B culture]

Parainfluenza virus Type 1 culture
(L} 416) [Parainfluenza virus Type 1
culture]
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Parainfluenza virus Type 2 culture
(Lt 416) [Parainfluenza virus Type 2
culture]

Parainfluenza virus Type 3 culture
(L} 416) [Parainfluenza virus Type 3

culture]

Tl o 22 At

(fungus culture)

elciotY I H A (1140074  [India ink]

Zlazdd(Lh400ch [2d HZA]

72,72, 258714 (LH4077H)
[Respiratory specimen fungus
culture]

2517] A (H407712)
[Gastrointestinal specimen fungus
culture]

Hl=7|, MAZ] AAH(LH407713)
[Genitourinary specimen fungus
culture]

Z|EFE9 A (LH407715)  [Others
specimen fungus culture]

oM (L}4073F37H4) [Blood, fungus

culture]

AL (LI407337H4) [Body fluid
fungus culture]

7|8 ESAA
(parasitologic
test)

SEFSZAAL [Helminth, oval

HEFHAHS LY & =)

[Protozoa]

FEFTSE [Helminth, larval

®S5FMZ  [Helminth, adult]
Jgteks Lk [Egg count, EPGI
SIEY Sk [Egg count, EPD]
2HEM

A(™HZE) [Human
]

gz Uete|otd At [Malaria]

S AAEZSAHAL [Filarial

2HU X EFA E & [Fat, qual.]

HetA @ C|AE00)  [P.w.oval

7| =S| 45 SERUM(LF472L})
(7| %= st&|, 4=, serum]

MZ=SH| 45 CSF(Lt472Lt)

7| M = 5h|
[7|4& &, 45, CSF]

7| &eH 45 ,0THER(-H472Lt)
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[Z7IMZ= &, 4%, other (body
fluid) ]

CRYPTOSPORDIUM,STAIN [C.
pavum ]

TR M P AAM ZEHAH AL olultuf 2F(PHA) [Lymphocyte
culture (PHA)]

lultuf 2k [Lymphocyte culture

(other stimulant;specify) ]

2l x 1S55I F  [Mixed Lymphocyte
Culture]

=& HAHclassic 1) A

(DNA™G L ZAAH) (L4494 L)
[HLA-A(DNA,high)]

=g HAclassic 1) B

(DNAM ZAAIH) (L4494 L)
[HLA-B(DNA high) ]

SET rMEEE M s DHRAAL (4
491 7} [Neutrophil H202 DHR

Test]

TR AHAA ABC [HLA-A, B, C]
HLA WAAIE T-AHG [HLA
crossmatch, T-AHG]

HLA WAAIE T-FLOW [HLA
crossmatch, T-FLOW]

=X ZA A DR(DNA) (14493 7})
[HLA-DR(DNA,low)]

A AA DQ(DNATY L AHALH)
(14493 L) [HLA-DQ(DNA,high)]
ZRHAA B27(DNAAAFH) (L4495
7b  [HLA-B27]

=&l AAHclassic 1) C

(DNAY U ZHAIR) (14494 o)
[HLA-Cw(DNA,high)]

M ZZX|ZAHCyclin D1) (L} 512)
[Cyclin D1]

st AmskA|  [Anti-platelet Ab]
Panel Reactive Antibody M&, Class
| (15227 [PRAME class ]

Panel Reactive Antibody M Class
| (1452271 [PRAMHE class II]

Panel Reactive Antibody =% ,Class |
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Lt-522L+

[PRASH ,class ]

Panel Rea
Lt-522L}

ctive Antibody =% ,Class |l
[PRASH class II]

DO A
TEST

I

—

HLA-A,B.DR(ZF2#SE12A

S AL

A

)]

X

=
=

—

[HLA TYPI

—1 =2
AL ABC-E7|0|Al=
m}

x|
RHIMAEA FolMEE AL

NG (ABC)-&7|0|Al=

—

TI=2H| M AHA EFoMEE AL

o

HLA W XtA[&,B-CELL

[HLA

crossmatch,B—cell-&7[0|Al =
ZIZH[ AP Al 2l 2ol ABE AL ]

HLA WXAI™EH T-AHG. HLA
crossmatch, T-AHG-[&7|0[ Al =
TIZH[ M APH Al A FoMBE AFS]

[HLA TMZ RMZLXAIE HLA
Crossmatch, T-FLOW [&7|0|Al=
DB MAEA| AP0 MO AL ]

=AHZAA A(DNA) (L4494 71
HLA-A(DNA,low)]

—

XS AA B(DNA) (L4494 7})
[HLA-B(DNA,low)]

=X @A C(DNA) (L4494 71
LA-Cw(DNA,low)]

T

A

=Y HAL DRIDNAY ZAHALH)
(L4492 ) [HLA-DR(DNA,high)]

M Z A AL

CD34 COUNT(Count bead g+H)
[CD34 absolute count(PB,PBSC)]

CHAZESHH A A CD3  [CD3(Pan

]
Crl S 2 8tH AL CD4  [CD4(H/I T)]
AS =AM AL CD8 [CD8(S/C

]
ctd 22354 CD13 (MYELOID AG)
[CD13(myeloid Ag)]

cHIZ 28 HLA-DR
DR(leukemia marker2)]

|
ctl 2235k CD33 (MYELOID AG)
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[CD2(T cell Ag)]

CHA S =25Hd| CD34 [CD34(stem
cell,leukemia markerZ)]

A =225 TDT  [TdT(Nuclear

[CD19(B cell)-Subset&]

oA H S A/CDe1 [CD61(GP
llla,platelet Ag)]

ctel =228k CD7 (PAN T AG)
CD7(pan T Ag)]

—

ct2 2235k NK CELL
[CD16/CD56(NK cell)]

CD59(M &) [CD59(RBC)]

CD59(Z&++) [CD59(granulocyte)]

Myeloperoxidase (IF stain)
[Myeloperoxidase(IF Stain)]

Cytpplasmic IgM [Cytoplasmic IgM]

ChA 2 235kd| CD20 [CD20(B cell
Ag)]

cHAZSESHH CD15  (LH512)
[CD15(myeloid Ag)]

ctA S 25 CD117 (L1512)
[CD117(myeloid Ag)]

ctl 225k CD64 (L4512)
[CD64(monocyte Ag)]

cHIZESHA CD65 (LH512)
[CD65(myeloid Ag)]

CHAEESHA CD14 (LH512)
[CD14(monocyte Ag)]

T-MZMVECNEZZEHH [B cell

Smlg(kappa,lambda)]

r

crd S E2eA CD22 [CD22(B cell

1P

9)]
2l =2 =235k CD79a [CD79a(B cell
Ag)

r

[a—

ctel 2= A AL CD23  [CD23(B
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CHAS2SHA A AL FMC-7 [FMC7(B
cell Ag)]

CD56 [CD56(NK cell Ag)]
Glycophorin A [Glycophorin
A(Erythrocyte Ag)]

Kappa [Kappa(B cell Smlg)]
Lambda [Lambda(B cell Smlg)]
ASOAAHE ) (-1463) [ASO
(diagnostic quantitation]

C-HtSMot ™ MAIE  [CRP]

RA SIXHAZF)(L1490) [Rheumatoid
factor quantitation]

o S&ZES (AN EH,

| &M 4=0H(=460) [VDRL
qualitation(serum,CSF)]

o S&ZES(HEhEd,

| & 4=9H) (L}460)
[VDRLquantitiation(serum,CSF) ]

of = A [HZ (A=) (LH61-1)
[Syphilis TP Ab(CSF)]
FTA-ABSA AL (L-}1461) [FTA-ABS]
HTLV Al (L4687  [HTLV
Antibody]

THMHAAELSAHAL [HIV(Ag,Ab)]
It AHLI464) [Widal test]

U ol =8ts HAAHEY) (L 460-1)
[RPR(VDRL,AUTO)_24A|Z}
AMEZ AL AOFRIEHA AL SHILA|EH ]
of= S [HLNEH) (LH461-1)
[Syphilis TP Ab(Serum)]

FTA-ABS IGM [FTA-ABS IgM 19S]
CMV HlO|2HAIgG ahAlZ AHL-+468)

[CMV IgG Ab]

CMV Hlo|B{A IgMEHA A AHL742)
VIRUS [CMV IgM Ab]
RUBELLAHFO[Z{A  IgM &HA| A A}

[Rubella IgM Ab]
Rubella &xl1gG [Rubella IgG Ab]
HERPES SIMPLEX VIRUS [Herpes

simplex IgM Ab]

EBV VCA AB, IGM [EBV VCA IgM
Ab]

StEtHtO|2{ A &l Z AL [Hantan

al

cho{od A4